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In the originally published version of this article, the authors neglected to include Younes Mokrab and Aaron M. Newman as co-

authors and misspelled the names of authors Charles S. Rabkin and Ilya Shmulevich. The author names have been corrected

here and online.

In addition, the concluding sentence of the subsection ‘‘Immune Signature Compilation’’ in the Method Details in the original pub-

lished article was deemed unclear because it did not specify differences among the gene set scoring methods. The concluding sen-

tences now reads ‘‘Gene sets from Bindea et al., Senbabaoglu et al., and theMSigDBC7 collection were scored using single-sample

gene set enrichment (ssGSEA) analysis (Barbie et al., 2009), as implemented in the GSVA R package (H€anzelmann et al., 2013). All

other signatures were scored using methods found in the associated citations.’’
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